
Table S6. Sequences of qPCR primers used in this study. 

Primer Forward (5’ to 3’) Reverse (5’ to 3’) 

DICER (e1-e2) spliced gtc cga tgg ttc tcg aag gtt cta gca cag ctt act g 

DICER (i1-e2) unspliced gga aga gtt tga atg gct ca ggg ctt ttc att cat cca gtg 

prox-miR-3173 aac aga acc tgg aca ctg ag aga cac caa cct cac tca ag 

prox Dicer TSS gat tct cca agc ggc tgt gc gct gtc agg tta ctc cat tc 

DICER (e6-e7) spliced att gtc cat cat gtc ctc gc  
 

gtc cac aat cca cca caa tc 

DICER (i6-e7) unspliced aat tgc att ctc act act gca  
 

gtc cac aat cca cca caa tc 
 

DICER i22-e23 ggc cat gat ttt aaa gtt gc tcc tcc tcc tcg taa tcc tc 

CTDSPL spliced atc cct tgt gag att gat gg ctg gca gta aag agc aca ca 

CTDSPL unspliced atc cct tgt gag att gat gg tgc ttc ctt ttg att ccg ta 

CTDSP1 spliced atc cct tgt gag att gat gg ggc tag cag tga aca gca ca 

CTDSP1 unspliced atc cct tgt gag att gat gg agc cct tga ggt tct ctg tg 

U6 ctc gct tcg gca gca cat ata c gga acg ctt cac gaa ttt gcg tg  

tRNA-lys cct tcg ata gct cag ctg gta gag cgg agg  cgg aat tga acc agc gac cta agg atg tcc 

5’ RLM-RACE #1 cga ctg gag cac gag gac ac act gca aag ccg ctt gtt tcg g 

5’ RLM-RACE #2 cga ctg gag cac gag gac ac acc agg gat gag ctc tac caa g 

GAPDH spliced cac atc gct cag aca cca t  gag gtc aat gaa ggg gtc at  

GAPDH unspliced ggt gaa ggt cgg agt caa c 
 

tcc tgt ttc tgg gga cta gg  
 

EMSA pri-miR-3173 cau ugg agg ucu agg gcu ua gtt ctt cct cgg cac aag 

CRISPR screening gaa atg cca gga aca gaa cc ccc caa gca agg tga aaa gc 

   

 


